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Di, C. 
Huang , J . 
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Chen, G. 

<120> CHEMOKINE LIKE FACTOR (CKLF) WITH CHEMOTACTIC AND HEMATOPOIETIC 
STIMULATING ACTIVITIES 

<130> 10776-003-999 

<140> 
<141> 

<150> PCT/CNOO/00026 
<151> 2000-02-15 

<150> 99107284.7 
<151> 1999-05-14 

<160> 8 

<210> 1 

<211> 534 

<212> DNA 

<213> Homo sapiens 

<400> 1 

gttcccaatc tgaagtgaag ccgagctggg cgagaagtag gggagggcgg tgctccgccg 60 
cggtggcggt tgctatcgct tcgcagaacc tactcaggcag ccagctgag aagagttgag 12 0 
ggaaagtgct gctgctgggt ctgcagacgc gatggataac gtgcagccga aaataaaaca 18 0 
tcgccccttc tgcttcagtg tgaaaggcca cgtgaagatg ctgcggctgg atattatcaa 24 0 
ctcactggta acaacagtat tcatgctcat cgtatctgtg ttggcactga taccagaaac 300 
cacaacattg acagttggtg gaggggtgtt tgcacttgtg acagcagtat gctgtcttgc 360 
cgacggggcc cttatttacc ggaagcttct gttcaatccc agcggtcctt accagaaaaa 42 0 
gcctgtgcat gaaaaaaaag aagttttgta attttatatt actttttagt ttgatactaa 480 
gtattaaaca tatttctgta ttcttccaaa aaaaaaaaaa aaaaaaaaaa aaaa 534 



<210> 2 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Asp Asn Val Gin Pro Lys lie Lys His Arg Pro Phe Cys Phe Ser 

15 10 15 

Val Lys Gly His Val Lys Met Leu Arg Leu Asp lie lie Asn Ser Leu 

20 25 30 

Val Thr Thr Val Phe Met Leu lie Val Ser Val Leu Ala Leu lie Pro 

35 40 45 

Glu Thr Thr Thr Leu Thr Val Gly Gly Gly Val Phe Ala Leu Val Thr 



1 



50 

Ala Val Cys Cys 
65 

Phe Asn Pro Ser 
Glu Val Leu 



55 

Leu Ala Asp Gly 
70 

Gly Pro Tyr Gin 
85 



60 

Ala Leu lie Tyr 
75 

Lys Lys Pro Val 
90 



Arg Lys Leu Leu 
80 

His Glu Lys Lys 
95 



<210> 3 

<211> 459 

<212> DNA 

<213> Homo sapiens 



<400> 3 



atggataacg 
gtgaagatgc 
gcccctgaac 
cttttatatg 
attatcaact 
ccagaaacca 
tgtcttgccg 
cagaaaaagc 



tgcagccgaa 
tgcggctggc 
catatattgt 
tactcagact 
cactggtaac 
caacattgac 
acggggccct 
ctgtgcatga 



aataaaacat 
actaactgtg 
tatcactgga 
tgatcgatta 
aacagtattc 
agttggtgga 
tatttaccgg 
aaaaaaagaa 



cgccccttct 
acatctatga 
tttgaagtca 
atgaagtggt 
atgctcatcg 
ggggtgtttg 
aagcttctgt 
gttttgtaa 



gcttcagtgt 
ccttttttat 
ccgttatctt 
tattttggcc 
tatctgtgtt 
cacttgtgac 
tcaatcccag 



gaaaggccac 60 
catcgcacaa 12 0 
atttttcata 180 
tttgcttgat 240 
ggcactgata 300 
agcagtatgc 3 60 
cggtccttac 420 
459 



<210> 4 
<211> 152 
<212> PRT 

<213> Homo sapiens 



<400> 4 

Met Asp Asn Val Gin Pro Lys lie Lys His Arg Pro Phe Cys Phe Ser 

15 10 15 

Val Lys Gly His Val Lys Met Leu Arg Leu Ala Leu Thr Val Thr Ser 

20 25 30 

Met Thr Phe Phe He He Ala Gin Ala Pro Glu Pro Tyr He Val He 

35 40 45 

Thr Gly Phe Glu Val Thr Val He Leu Phe Phe He Leu Leu Tyr Val 

50 55 60 

Leu Arg Leu Asp Arg Leu Met Lys Trp Leu Phe Trp Pro Leu Leu Asp 
65 70 75 80 

He He Asn Ser Leu Val Thr Thr Val Phe Met Leu He Val Ser Val 

85 90 95 

Leu Ala Leu He Pro Glu Thr Thr Thr Leu Thr Val Gly Gly Gly Val 

100 105 110 

Phe Ala Leu Val Thr Ala Val Cys Cys Leu Ala Asp Gly Ala Leu He 

115 120 125 

Tyr Arg Lys Leu Leu Phe Asn Pro Ser Gly Pro Tyr Gin Lys Lys Pro 

130 135 140 

Val His Glu Lys Lys Glu Val Leu 
145 150 



<210> 5 

<211> 204 

<212> DNA 

<213> Homo sapiens 



<400> 5 

atggataacg tgcagccgaa aataaaacat cgccccttct gcttcagtgt gaaaggccac 60 
gtgaagatgc tgcggctggt gtttgcactt gtgacagcag tatgctgtct tgccgacggg 12 0 



2 



gcccttattt accggaagct tctgttcaat cccagcggtc cttaccagaa aaagcctgtg 180 
catgaaaaaa aagaagtttt gtaa 2 04 



<210> 6 
<211> 67 
<212> PRT 

<213> Homo sapiens 
<400> 6 



Met 


Asp 


Asn 


Val Gin 


Pro 


Lys 


lie Lys 


His 


Arg 


Pro 


Phe 


Cys 


Phe 


Ser 


1 






5 








10 










15 




Val 


Lys 


Gly 


His Val 


Lys 


Met 


Leu Arg 


Leu 


Val 


Phe 


Ala 


Leu 


Val 


Thr 








20 






25 










30 






Ala 


Val 


Cys 


Cys Leu 


Ala 


Asp 


Gly Ala 


Leu 


He 


Tyr 


Arg 


Lys 


Leu 


Leu 






35 








40 








45 








Pile 


Asn 


Pro 


Ser Gly 


Pro 


Tyr 


Gin Lys 


Lys 


Pro 


Val 


His 


Glu 


Lys 


Lys 



50 55 60 

Glu Val Leu 
65 



<210> 7 

<211> 363 

<212> DNA 

<213> Homo sapiens 



<400> 7 

atggataacg 

gtgaagatgc 

gcccctgaac 

cttttatatg 

tttgcacttg 

ctgttcaatc 

taa 



tgcagccgaa 
tgcggctggc 
catatattgt 
tactcagact 
tgacagcagt 
ccagcggtcc 



aataaaacat 
actaactgtg 
tatcactgga 
tgatcgatta 
atgctgtctt 
ttaccagaaa 



cgccccttct 
acatctatga 
tttgaagtca 
atgaagtggt 
gccgacgggg 
aagcctgtgc 



gcttcagtgt 
ccttttttat 
ccgttatctt 
tattttggcc 
cccttattta 
atgaaaaaaa 



gaaaggccac 6 0 
catcgcacaa 120 
atttttcata 180 
tttgcttgtg 240 
ccggaagctt 3 00 
agaagttttg 360 
363 



<210> 8 
<211> 120 
<212> PRT 

<213> Homo sapiens 



<400> 8 

Met Asp Asn Val Gin Pro Lys He Lys His Arg Pro Phe Cys Phe Ser 

15 10 15 

Val Lys Gly His Val Lys Met Leu Arg Leu Ala Leu Thr Val Thr Ser 

20 25 30 

Met Thr Phe Phe He lie Ala Gin Ala Pro Glu Pro Tyr He Val He 

35 40 45 

Thr Gly Phe Glu Val Thr Val He Leu Phe Phe He Leu Leu Tyr Val 

50 55 60 

Leu Arg Leu Asp Arg Leu Met Lys Trp Leu Phe Trp Pro Leu Leu Val 
65 70 75 80 

Phe Ala Leu Val Thr Ala Val Cys Cys Leu Ala Asp Gly Ala Leu He 

85 90 95 

Tyr Arg Lys Leu Leu Phe Asn Pro Ser Gly Pro Tyr Gin Lys Lys Pro 

100 105 110 

Val His Glu Lys Lys Glu Val Leu 
115 120 



3 



